STRUCTURES UNIVERSITAT

CLUSTER OF HEIDELBERG
EXCELLENCE ZUKUNFT
SEIT 1386

Tea, Coffee, Cake and TDA

Cohomology classes in the RNA transcriptome
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Single-cell sequencing data COF\SIS’[S olf a point cloud where the points
are cells, with coordinates RNA expres\s.@/evétan each gene. Since
the tissue is destroyed by the séquencmg proced re, the dynamics of

\

gene expression | rﬁust be inferred {from the structtre and geometry of the

point cloud. In | thls talk we will build a blologéal interpretation of the
hallmark gené subsets as

one-dimen s\bn I cohomology classes in
models for nséﬁgblologlcal PrOECESSES. Such pr/cegses include the
cell-cycle, but mor ally medel hory eost/ tic negatlve feedback
loops. Our procedur perS| ent col dmology (0] |de/nt|fy features,
and mtegratlon of dlfferen\{ral forms toest mate the cascade of genes
assomated with the under lying dymamics of“gene e@éssmn
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After the talk, we invite everyone to stay for
discussions and tea, coffee and cake.



